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GeneMind™ Comprehensive
Pan-Cancer (580 genes) Solution
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Multi-dimensional evaluation of
immunotherapy efficacy

¢ Microsatellite instability (MSI) detection
e Mismatch repair (MMR) related gene detection

¢ Tumor mutation burden (TMB) assessment
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Comprehensive guidance on targeted
medication

e Covering targeted medication, chemotherapy,
immunotherapy and hereditary tumor risk
assessment

® Detecting homologous recombination repair
(HRR)/DNA Damage Repair (DDR)-related muta-
tions to guide the treatment of PARP inhibitors
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Sensitive and cost-effective

¢ One test covers all major variant classes and gene signatures (TMB, MSI)
® High sensitivity: can detect SNV/InDel with AF as low as 1% for tissue and 0.2 % for ctDNA
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* Disclaimer

This document is based on company data of October, 2025, and is provided for reference only.

The availability of products and related data may vary depending on applicable laws, regulations, intellectual pro-
perty considerations, and market access requirements in different countries or regions, and may change over time.
For confirmation of availability in a particular market, please contact GeneMind or its authorized local distributor.
This document does not constitute any offer, commitment, or warranty.

® Product Introduction

GeneMind comprehensive pan-cancer solution using GeneMind self-developed GenoScout Onco-580 gDNA Library
Preparation Kit targeted over 580 related to solid tumors based on hybrid capture technology, covering all major
variant classes plus gene signatures (TMB, MSI), which are related to targeted therapy, chemotherapy, immunotherapy
and hereditary tumor risk assessment. GeneMind pan-cancer solution provides a comprehensive medication guidance
for patients.
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@ Detection Content 100+ 970

> Covering 100+ FDA/ NMPA approved drugs and
clinically validated drugs 580+

chemotherapy
> Detecting MSI, TMB, MMR and hyperprogression Genes
related genes associated with PD-1/PD-L1 immuno-
therapy \'

@ Applicable Population

/ v Patients with solid tumors
v Individuals with a high risk of familial cancer
v Patients with recurrent or metastatic cancer

v Patients receiving specific targeted therapy

\ v Individuals eligible for clinical trial




@ Product Specification

Method Hybrid capture
Gene number 580+
Panel size 2419 kb
Variants type

SNVs, InDels, Amplifications, Fusions, and MSlIs

Input quantity 20 ng- 500 ng DNA

Sample types FFPE, Fresh tissue, Plasma, White blood cell

Mapping rate

98%
On-target rate >70%

Coverage uniformity 96%

Sequencing platform FASTASeq™ s FASTASeq™ 300 GenoLab™ M SURFSeq™ 5000
Tissue/FFRE 1FCM: 1 e LA e
=6 Gb PE150 : : . :

(= ) 1FCP: 16 LE 5 1FCP: 128
N”m'ie’:g Plasma 1FCH: 1 1FCM: 1 ! ';‘émg
sample/ (50 Gb PE150) / 1FCP: 2 1FCH: 2 1FCP: 16

Report generation Local analysis and report system

* White blood cells should be used as a control sample—this is standard practice to eliminate germline mutation interference.
For tissue or FFPE samples, a white blood cell sample from the same patient should be included as a matched control pair.
For plasma samples, white blood cells must be isolated from the same plasma specimen for sequencing and analysis.

@ Solution Workflow

Nucleic Acid
Extraction

Library preparation

Sequencing

© 6.8-50 Hr

In Total

21.8-65 Hr,

Reporting

Data Analysising



@ Targets List

Complete CDS Coverage

ABL1

ANKRD11

ASXL1

AXIN1

BCL2L1

BRAF

CASP8

CD276

CDK6

CHD2

CSF1R

CUX1

DICER1

E2F3

EPCAM

ERCC3

ETV5

FANCE

FGF19

FH

FOXP1

GATA4

GRIN2A

HDAC2

HIST1H3G

HNF1A

IGF1

INPP4A

JAK1

ABL2

ANKRD26

ASXL2

AXIN2

BCL2L11

BRCA1

CBFB

CD28

CDK8

CHD4

CSF3R

CXCR4

DIS3

EED

EPHA2

ERCC4

ETV6

FANCF

FGF23

FLCN

FRG1B

GATA6

GRM3

HGF

HIST1H3H

HOXB13

IGFIR

INPP4B

JAK2

ACVR1

APC

ASXL3

AXL

BCL2L2

BRCA2

CBL

CD58

CDKN1A

CHDS8

CSMD1

CYLD

DNAJB1

EGFL7

EPHA3

ERCC5

EWSR1

FANCG

FGF3

FLI1

FRS2

GID4

GSK3B

HIST1H1C

HIST1H3I

HRAS

IGF2

INSR

JAK3

ACVRI1B

AR

ATGZ2B

B2M

BCL6

BRD4

CBLB

CD74

CDKN1B

CHEK1

CSMD3

CYP4F3

DNM2

EGFR

EPHA5

ERG

EXT1

FANCI

FGF4

FLT1

FUBP1

GLI1

GSKIP

HIST1H2BD

HIST1H3J

HSD3B1

IGF2BP3

IRF1

JUN

AlM1

ARAF

ATGS5

BAP1

BCOR

BRIP1

CBLC

CD79A

CDKN2A

CHEK2

CTCF

DAXX

DNMT1

EIF1IAX

EPHA7

ERRFI1

EZH2

FANCL

FGF6

FLT3

FYN

GNA11

GSTM1

HIST1H3A

HIST2H3C

HSP90AA1

IKBKE

IRF2

KDM5A

AKT1

ARFRP1

ATM

BARD1

BCORL1

BTG1

CCND1

CD79B

CDKN2B

cic

CTLA4

DCUN1D1

DNMT3A

EIF4A2

EPHB1

ESR1

FAM175A

FAS

FGF7

FLT4

GABRA6

GNA13

GSTT1

HIST1H3B

HIST2H3D

ICOSLG

IKZF1

IRF4

KDM5C

AKT2
ARIDIA
ATR
BBC3
BCR
BTK
CCND2
cDC73
CDKN2C
CIITA
CTNNA1
DDR2
DNMT3B
EIF4E
ERBB2
ETNK1
FAM46C
FAT1
FGFR1
FOXA1
GALNT12
GNAQ
H3F3A
HISTIH3C
HIST3H3
ID3

IL10
IRS1

KDM6A

AKT3

ARID1B

ATRX

BCL10

BIRC3

C110RF95

CCND3

CDH1

CEBPA

CREBBP

CTNNB1

DDX3X

DOTIL

EML4

ERBB3

ETS1

FANCA

FBXW7

FGFR2

FOXL2

GATA1

GNAS

H3F3B

HIST1H3D

HLA-A

IDH1

IL7R

IRS2

KDR

ALK

ARID2

AURKA

BCL11B

BLM

CALR

CCNE1

CDK12

CENPA

CRKL

CUL3

DDX41

DTX1

EMSY

ERBB4

ETV1

FANCC

FGF10

FGFR3

FOXO1

GATA2

GPS2

H3F3C

HIST1H3E

HLA-B

IDH2

INHA

ITK

KEAP1

ALOX12B

ARID5B

AURKB

BCL2

BMPR1A

CARD11

CD274

CDK4

CHD1

CRLF2

CuL4B

DHX15

DUSP22

EP300

ERCC2

ETV4

FANCD2

FGF14

FGFR4

FOXO03

GATA3

GREM1

HDAC1

HIST1H3F

HLA-C

IFNGR1

INHBA

ITPKB

KEL



@® Targets List

Complete CDS Coverage (continued)

KIF5B

KLRK1

LRP1B

MAP3K14

MEN1

MSH3

MYD88

NKX2-1

NRG1

PAK7

PDCD1LG2

PIK3C3

PLK2

PPP2R1A

PTCH1

RAD50

RASA1

RHOA

RUNX1

SETBP1

SLIT2

SMO

SPTA1

STK11

TCF3

THADA

TP73

UsPIxX

XRCC2

KIF6

KMT2A

LYN

MAPK1

MET

MSH6

MYOD1

NKX3-1

NSD1

PALB2

PDGFRA

PIK3CA

PMAIP1

PPP2R2A

PTEN

RAD51

RB1

RICTOR

RUNX1T1

SETD2

SLX4

SNCAIP

SRC

STK40

TCF7L2

TLX3

TRAF2

VEGFA

XRCC3

KIR2DL4

KMT12B

LZTR1

MAPK3

MFHAS1

MST1

NBN

NONO

NTHL1

PARK2

PDGFRB

PIK3CB

PML

PPP6C

PTPN11

RAD51B

RBM10

RIT1

RYBP

SF1

SMAD2

SOCs1

SRP72

STMN1

TEK

TMEM127

TRAF3

VEGFB

YAP1

KIR3DL2
KMT2C
MAGI2
MAX
MGA
MSTIR
NCOA3
NOTCH1
NTRK1
PARP1
PDK1
PIK3CD
PMS1
PRDM1
PTPRD
RAD51C
RECQL4
RNF43
SAMD9
SF3A1
SMAD3
SOX10
SRSF2
SUFU
TERC
TMPRSS2
TRAF7
VHL

ZAP70

KIT

KMT2D

MALT1

MCL1

MITF

MTOR

NCOR1

NOTCH2

NTRK2

PAX3

PDPK1

PIK3CG

PMS2

PREX2

PTPRS

RAD51D

REL

ROS1

SAMDIL

SF3B1

SMAD4

SOX17

STAG2

suziz

TERT

TNFAIP3

TSC1

VTCN1

ZBTB7A

KLF2

KRAS

MAP2K1

MDC1

MLH1

MUTYH

NEGR1

NOTCH3

NTRK3

PAX5

PGR

PIK3R1

PNRC1

PRKARIA

PTPRT

RAD52

RELA

RPS6KA4

SDHA

SGK1

SMARCA4

Sox2

STAT3

SYK

TET1

TNFRSF14

1sc2

WHSC1

ZNF217

KLF4
LATS1
MAP2K2
MDM2
MLLT3
MYB

NF1
NOTCH4
NUP93
PAX7
PHF6
PIK3R2
POLD1
PRKCI
QKI
RADS54L
RET
RPS6KB1
SDHAF2
SH2B3
SMARCB1
SOX9
STAT4
TBX21
TET2
TOP1
TSHR
WHSCI1L1

ZNF703

KLHL6

LATS2

MAP2K4

MDMA4

MPL

myc

NF2

NPM1

NUTM1

PAX8

PHOX2B

PIK3R3

POLE

PRKDC

RAB35

RAF1

RFWD2

RPS6KB2

SDHB

SH2D1A

SMARCD1

SPEN

STAT5A

TBX3

TFE3

TOP2A

TTIK

WIsP3

ZRSR2

KLRC1

LEF1

MAP3K1

MED12

MRE11A

MYCL

NFE2L2

NR4A3

PAK1

PBRM1

PIK3C2B

PIM1

PPARG

PRPF8

RAC1

RANBP2

RHBDF2

RPTOR

SDHC

SHANK2

SMC1A

SPI1

STAT5B

TCEB1

TGFBR1

TP53

U2AF1

WT1

KLRC2
LMo1
MAP3K13
MEF2B
MSH2
MYCN
NFKBIA
NRAS
PAK3
PDCD1
PIK3C2G
PLCG2
PPM1D
PRSS8
RAD21
RARA
RHEB
RSPO2
SDHD
SHO1
SMC3
SPOP
STAT6
TCF12
TGFBR2
P63
USP7

XPO1
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@® Fusion Targets

ALK BCR BRAF BRCA2 BRD4 CD74 ETV4 ETV5 ETV6 EWSR1
EZR FGFR1 FGFR2 FGFR3 KIT KMT2A MSH2 MYB MYC NOTCH2
NRG1* NTRK1 NTRK2 NTRK3 NUTM1 PDGFRA RARA RET ROS1 RSPO2
SDC4 SLC34A2 TMPRSS2

* CD74 and SDC4 are common rearrangement partners for NRG1.

® Chemotherapy Targets

ATIC CBR3 CDA CYP2C8 CYP2D6 DHFR DPYD DYNC2H1 ERCC1 GSTP1

MAP3K1 MTHFR NQO1 TP53 UGT1A1 XPC XRCC1

® MSI Sites

BAT-25 BAT-26 BAT-40 BAT-RII D17S261 D17S520 D18S34 D2S123 D5S346 MONO-27
NR-21 NR-22 NR-24 NR-27

® Product Performance*

Vatr)i,;r;ts Variants Thes;\eFtical Det;j.L\thed Vatr)i,;r;ts Variants Thes;\eFtical Detﬁ\thed
1 SV EML4 (13)-ALK (20) 4.2% 3.43% 8 SNV KRAS Q61H NA 10.54%
2 SV CCDC6 (1)-RET (12) 5.1% 3.59% 9 SNV PIK3CA E545K 4.6% 4.86%
3 SNV EGFR L858R 4.8% 4.96% 10 SNV PIK3CA H1047R NA 18.28%
4 SNV EGFR T790M 4.6% 4.93% n InDel EGFR E746_A750del 4.9% 3.22%
5 SNV EGFR G719S 5.2% 5.92% 12 CNV ERBBZ2 Amplification 6.3 copies 5.3 copies
6 SNV BRAF V600E NA 31.3% 13 CNV  MYC Amplification 9.6 copies 7.1 copies
7 SNV KRAS G12D 5.3% 4.41% 14 MSI MSI-H NA NA

% Using Cobioer Panel-Refs® gDNA Cocktail Il Reference Standard (CBP90010).
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GeneMind Biosciences Co., Ltd.
Technical Support: +86-400-822-3660

Website: en.genemind.com Email: info@genemind.com i ‘1:_‘1'_51
Address: Room 502A/502B/602, Luohu Investment Holding Building, 112 Qingshuihe 1st Road, ey
Luohu District, Shenzhen, Guangdong, China




